The title molecular salt, C 8 H 12 N + ÁC 4 H 3 O 4 À , crystallized with two independent cations and anions in the asymmetric unit. The ethanaminium side chains of the cations exhibit anti conformations [C-C-C-N torsion angles = 176.5 (3) and À179.4 (3) ]. In the crystal, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds connect adjacent anions and cations, and , O-HÁ Á ÁO hydrogen bonds connect adjacent anions, generating sheets parallel to (001).
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Refinement
R[F 2 > 2(F 2 )] = 0.057 wR(F 2 ) = 0.199 S = 1.04 5579 reflections 309 parameters 3 restraints H-atom parameters constrained Á max = 0.39 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Figure 1
The molecular structure of the title salt, showing the atom labelling. Displacement ellipsoids are drawn at the 30% probability level.
Figure 2
The crystal packing of the title salt viewed along the b axis. The hydrogen bonds are shown as dashed lines (see Table 1) and C-bound H atoms have been omitted for clarity. 
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.39 e Å −3 Δρ min = −0.28 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0272 (11) 0.0323 (11) 0.0316 (12) −0.0103 (9) 0.0020 (9) −0.0085 (9) C18 0.0310 (11) 0.0294 (11) 0.0374 (13) −0.0104 (9) −0.0003 (9) −0.0054 (9) C19 0.0292 (11) 0.0284 (11) 0.0375 (12) −0.0084 (9) −0.0008 (9) −0.0050 (9) C20 0.0271 (11) 0.0356 (12) 0.0320 (12) −0.0116 (9) −0.0032 (9) −0.0046 (9) C21 0.0315 (11) 0.0289 (11) 0.0441 (14) −0.0078 (9) −0.0032 (10) −0.0042 (10) 
